Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.005 Å; R factor = 0.055; wR factor = 0.163; data-to-parameter ratio = 13.5.
The asymmetric unit of the title compound, C 20 H 18 N 2 O 2 2+
Á-2Cl
À , is composed of one-half of the 2,5-dibenzoylbenzene-1,4-diaminium dication, located on a centre of inversion, and one Cl À ion. The dihedral angle between the central benzene ring and the benzoyl phenyl ring is 53.3 (2) . In the crystal structure, ions are linked to form a two-dimensional network parallel to the (101) plane by N-HÁ Á ÁCl hydrogen bonds.
Related literature
For bond-length data, see: Allen et al. (1987) . For general background, see: Antoniadis et al. (1994) ; Imai et al. (1975) ; Kolosov et al. (2002) ; Tonzola et al. (2003) .
Experimental
Crystal data 
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: scan (North et al., 1968 Table 1 Hydrogen-bond geometry (Å , ). (Tonzola et al., 2003) , which are of wide current interest for applications in electronic and optoelectronic devices including light-emitting diodes (Kolosov et al., 2002) , thin film transistors, and photovoltaic cells (Antoniadis et al., 1994) . We report here the crystal structure of the title compound.
The asymmetric unit is composed of one-half of the 2,5-dibenzoyl-1,4-phenylenediaminium dication located on a centre of inversion, and one chloride ion (Fig.1) . The bond lengths and angles are within normal ranges (Allen et al., 1987) . The dihedral angle between the C1-C6 and C8-C10/C8A-C10A rings is 53.3 (2)°.
In the crystal structure, molecules are connected together by N-H···Cl hydrogen bonds (Table 1) to form a two-dimensional network parallel to the (1 0 1) plane (Fig. 2) .
Experimental 2,5-Dibenzoyl-1,4-phenylenediamine was synthesized as reported elsewhere (Imai et al., 1975) . Single crystals suitable for X-ray diffraction were obtained by dissolving the compound (2.0 g, 6.3 mmol) in hydrochloric acid (50 ml, 1.0 mol/l) and allowing the solution to evaporate at room temperature for about 25 d.
Refinement
N-bound H atoms were located in a difference map and refined with the N-H distances restrained to be equal. C-bound H atoms were positioned geometrically (C-H = 0.93 Å) and constrained to ride on their parent atoms, with U iso (H) = 1.2U eq (C). Figures   Fig. 1 . The molecular structure of the title compound, showing 40% probability displacement ellipsoids. Atoms labelled with the suffix a are generated by the symmetry operations (1 − x, 1 − y, −z). Hydrogen bonds are shown as dashed lines. ω/2θ scans h = −15→14 Absorption correction: ψ scan (North et al., 1968) k = 0→6 
